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Outline of Presentation

×The MAB Pipeline

×A High-Impact Target for Cherry Breeding

×Example of MAB Pipelining in Action:  

Large Fruit for Sweet Cherry
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The Pipelineôs Eight Stages
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Fast-Tracked Pipelining in 2010

Peach
1.Texture: endoPG 

F-M locus

2. Flavor: sweetness 

& acidity QTL

Cherry
1.Fruit quality: fruit 

size and firmness 

QTL

2. Flavor: acidity QTL

Apple
1.Flavor and Texture: 

acidity, crispness, 

juiciness  QTL

2.Texture: Firmness 

QTL

for Fruit Quality



A High-Impact Target                              

for Cherry Breeding



ÅFruit size for sweet cherry

A High-Impact Target
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Elite sweet cherry cultivars

Wild forest cherries
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ÅSweet cherry genetic map created

ÅNice QTL for fruit size identified
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