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Why Pedimap?

 Pedimap presents results graphically
 intuitive,  easier to discover relations

 Pedimap is  integrated with FlexQTL
 Exports datafiles in FQ format

• Completes dataset by adding missing data

 Imports files from FQ
• Diagnosis of marker errors and contradictions
• Computed Identity-by-Descent probabilities



What can Pedimap present

 Overview of pedigree structure
 Selections based on family relationships

 ancestors and offspring to n generations,  sibs,  etc.

 Per individual:
 scored marker alleles 
 IBD probabilities of founder alleles
 phenotypic traits

 … other possibilities can be considered
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Selection overview
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Jonathan

157 169
202 182
177 $
231 237
125 121
232 230

Golden

* *
188 180
149 149
221 235
121 $
232 222

Septer

157 169
202 182
177 149
231 221
125 121
232 232

Cox

169 $
180 192
143 $
219 $
121 127
230 230

Elise

157 169
202 180
177 143
221 219
121 121
232 230

Marker allele scores
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Elise

IBD probabilities: explanation
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Color indicates founder from 
which allele is inherited

Locus positions

Width indicates probability 
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Most probable IBD alleles
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Jonathan

157 169
202 182
177 0
231 237
125 121
232 230

Golden

157 169
188 180
149 149
221 235
121 0
232 222

Septer

157 169
202 188
177 149
231 221
125 121
232 232

Cox

169 $
180 192
143 $
219 $
121 127
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Elise

157 169
202 180
177 143
221 219
121 121
232 230
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Three views of genotypic data



Phenotypic trait values
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English-Morello
115 125 135 140
* * * *

Crisana
115 125 135 140
* * * *

Serbian-Pie-1
115 125 135 140
* * * *

Ujfehertoi-Furtos
115 125 135 140
* * * *

II-8-(16)
115 125 135 140
* * * *

Northstar
115 125 135 140
* * * *

Kansas-Sweet
115 125 135 140
* * * *

25-14-(42)
115 125 135 140
* * * *

I-13-(61)
115 125 135 140
* * * *

I-63-(05)
115 125 135 140
* * * *

26e-17-(29)
115 125 135 140
* * * *

Montmorency
115 125 135 140
* * * *

27-27-(44)
120 140 160 180
* * * *

CLS-7
115 125 135 140
* * * *

CLS-3
120 140 160 180
* * * *

CLS-6
115 125 135 140
* * * *

Polyploidy is supported



Delicious by maternal line

Maternal line: cytoplasm inheritance
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